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[0027] 

Sequence Listing 

<1 10> President of Nara Institute Science and Technology 

<120> Theobromine synthase polypeptide of coffee plant and the gene encoding said 
5 polypeptide 
<160> 8 
<210> 1 
<211>378 
<212> Amino acid 
10 <213>Caffeaarabica 
<400> 1 

MELQEVLHMN EGEGDTSYAK NASYKTLALAK VKPFLEQCIR ELLRANLPNI NKC I KVADLG 60 
CASGPNTLLT VRDIVQSIDK VGQEEKNELE RPTIQIFLND LFQNDFNSVF KLLPSFYRKL 120 
EKENGRKIGS CLISAMPGSF YGRLFPEESM HFLHSCYSVH WLSQVPSGLV IELGIGANKG 180 
15 SIYSSKGCRP PVQKAYLDQF TKDFTTFLRI HSKELFSRGR MLLTCICKVD EFDEPNPLDL 240 
LDMAINDLIV EGLLEEEKLD SFNIPFFTPS AEEVKCIVEE EGSCEILYLE TFKAHYDAAF 3 00 
SIDDDYPVRS HEQIKAEYVA SLIRSVYEPI LASHFGEAIM PDLFHRLAKH AAKVLHMGKG 3 60 
CYNNLIISLA KKPEKSDV 378 



<210> 2 
20 <211>1298 

<212> Nucleic acid 
<213> Caffea arabica 
<400> 2 

AGCAGTCGCA ATTCGATTGT CCTGCATATG AATGGAGCTC CAAGAAGTCC TGCATATGAA 6 0 

25 TGAAGGTGAA GGCGATACAA GCTACGCCAA GAATGCATCC TACAATCTGG CTCTTGCCAA 12 0 

GGTGAAACCT TTCCTTGAAC AATGC AT AC G AGAATTGTTG CGGGCCAACT TGCCCAACAT 180 

CAACAAGTGC ATTAAAGTTG CGGATTTGGG ATGCGCTTCT GGACCAAACA CACTTTTAAC 240 

AGTGC GGGAC ATTGTGCAAA GTATTGACAA AGTTGGCCAG GAAGAGAAGA ATGAATTAGA 300 

ACGTCCCACC ATTCAGATTT TTCTGAATGA TCTTTTCCAA AATGATTTCA ATTCGGTTTT 360 

30 CAAGTTGCTG CCAAGCTTCT ACCGCAAACT CGAGAAAGAA AATGGACGCA AGATAGGATC 42 0 

GTGCCTAATA AGCGC AATGC CTGGCTCTTT CTACGGCAGA CTCTTCCCCG AGGAGTCCAT 480 

GCATTTTTTG CACTCTTGTT ACAGTGTTCA TTGGTTATCT CAGGTTCCCA GCGGTTTGGT 5 40 
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GATTGAATTG GGGATTGGTG CAAACAAAGG GAGTATTTAC TCTTCCAAAG GATGTCGTCC 600 

GCCCGTCCAG AAGGCATATT TGGATCAATT TACGAAAGAT TTTACCACAT TTCTAAGGAT 6 60 

TCATTCGAAA GAGTTGTTTT CACGTGGCCG AATGCTCCTT ACCTGCATTT GTAAAGTAGA 720 

TGAATTCGAC GAACCGAATC CCCTAGACTT ACTTGACATG GCAATAAACG ACTTGATTGT 7 80 

5 TGAGGGACTT CTGGAGGAAG AAAAATTGGA TAGTTTCAAT ATTCCATTCT TTACACCTTC 840 

AGCAGAAGAA GTAAAGTGCA TAGTTGAGGA GGAAGGTTCT TGCGAAATTT TATATCTGGA 9 00 

GACTTTTAAG GCCCATTATG ATGCTGCCTT CTCTATTGAT GATGATTACC CAGTAAGATC 960 

CCATGAACAA ATTAAAGCAG AGTATGTGGC ATCATTAATT AGATCAGTTT ACGAACCCAT 102 0 

CCTCGCAAGT CATTTTGGAG AAGCTATTAT GCCTGACTTA TTCCACAGGC TTGCGAAGCA 108 0 

10 TGCAGCAAAG GTTCTCCACA TGGGCAAAGG CTGCTATAAT AATCTTATCA TTTCTCTCGC 1140 

CAAAAAGCCA GAGAAGT C AG ACGTGTAAAA GTTTGTTTTT AGTTGGTTTT TGTGCCGTTG 12 0 0 

GGGGTCTTTC GGGTATTGTC GTTTTGTATT CGTAATAAAA GTGATGTGCA AGAATAAGAT 12 6 0 

ATTTAGTACA ATATTTTCAT AAAAAAAAAA AAAAAAAA 12 98 

<210> 3 
15 <211>385 

<212> Amino acid 
<213> Caffea arabica 
<400> 3 

MELQEVLHMN GGEGEASYAK NSSFNQLVLA KVKPVLEQCV RELLRANLPN INKCIKVADL 60 

20 GCASGPNTLL TVWDTVQSID KVKQEMKNEL ERPTIQVFLT DLFQNDFNSV FMLLPSFYRK 12 0 

LEKENGRKIG SCLIAAMPGS FHGRLFPEES MHFLHSSYSL QFLSQVPSGL VTELGITANK 180 

RSIYSSKASP PPVQKAYLDQ FTKDFTTFLR MRSEELLSRG RMLLTCICKG DECDGPNTMD 240 

LLEMAINDLV AEGRLGEEKL DSFWPIYTA SVEEVKCMVE EEGSFEILYL QTFKLRYDAG 30 0 

FSIDDDCQVR SHSPVYSDEH ARAAHVASLI RSVYEPILAS HFGEAIIPDI FHRFATNAAK 360 

25 VIRLGKGFYN NLIISLAKKP EKSDI 385 

<210>4 
<211> 1360 
<212> Nucleic acid 
<213> Caffea arabica 
30 <400> 4 

GTCCTGCATA TGAATGGAGC TCCAAGAAGT CCTGCATATG AATGGAGGCG AAGGC GAAGC 60 
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AAGCTACGCC AAGAATTCAT CCTTCAATCA ACTGGTTCTC GCCAAGGTGA AACCTGTCCT 12 0 
TGAACAATGC GTACGGGAAT TGTTGCGGGC CAACTTGCCC AACATCAACA AGTGCATTAA 18 0 
AGTTGCAGAT TTGGGATGCG CTTCCGGACC AAACACACTT TTAACCGTTT GGGACACTGT 240 
ACAAAGTATT GACAAAGTTA AGCAAGAAAT GAAGAATGAA TTAGAACGTC CCACCATTCA 300 
GGTTTTTCTG ACTGATCTTT TCCAAAATGA TTTCAATTCG GTTTTCATGC TGCTGCCAAG 360 
CTTCTACCGC AAACTTGAGA AAGAAAATGG ACGCAAAATA GGATCGTGCC TAATAGCCGC 42 0 
AATGCCTGGC TCTTTCCACG GCAGACTCTT CCCCGAGGAG TCCATGCATT TTTTACACTC 480 
TTCTTACAGT CTTCAGTTTT TATCCCAGGT TCCCAGCGGT TTGGTGACTG AATTGGGGAT 540 
CACTGCGAAC AAAAGGAGCA TTTACTCTTC CAAAGCAAGT CCTCCGCCCG TCCAGAAGGC 6 00 
ATATTTGGAT CAATTTACGA AAGATTTTAC CACATTTTTA AGGATGCGTT CGGAAGAGTT 6 60 
GCTTTCACGT GGCCGAATGC TCCTTACTTG CATTTGTAAA GGAGAT GAAT GCGACGGCCC 720 
GAATACCATG GACTTACTTG AGATGGCAAT AAACGACTTG GTTGCTGAGG GACGTCTGGG 78 0 
GGAAGAAAAA TTGGACAGTT TCAATGTTCC AATC TAT AC A GCTTCAGTAG AAGAAGTAAA 840 
GTGCATGGTT GAGGAGGAAG GTTCTTTTGA AATTTTATAC TTGCAGACTT TTAAGCTCCG 9 00 
TTATGATGCT GGCTTCTCTA TTGATGATGA TTGCCAAGTA AGATCCCATT CCCCAGTATA 960 
CAGCGATGAA CATGCTAGAG CAGCGCATGT GGCATCATTA ATTAGATCAG TTTACGAACC 102 0 
CATCCTAGCA AGTCATTTTG GAGAAGCTAT TATACCTGAC ATATTCCACA GGTTTGCGAC 108 0 
GAATGCAGCA AAGGTTATCC GCTTGGGCAA AGGCTTCTAT AATAATCTTA TCATTTCTCT 1140 
TGCCAAAAAA CCAGAGAAGT CAGACATATA AAAGCTTGTT TTTAGTTGGT TTTTGTGTTA 12 00 
TGGGTTGTTT TCTGATACGG GGAAAGGATT CAGTGCGGTT GGGGTTCTAT CCGAGTATTG 12 6 0 
TACTTTTTAT ATTATTAGTT GGTGTATAAT TATTATGTTA CATTGTTATA TTCGTAATAA 132 0 
AAGTGACGTA CAAAAATAAA ATATTTTCAT AAAAAAAAAA 13 60 

<210> 5 
<211>385 
<212> Amino acid 
<213> Caffea arabica 
<400> 5 

MELQEVLHMN GGEGDASYAK NSSFNQLVLA KVKPVLEQCV GELLRANLPN INKCIKVADL 60 
GCASGPNTLL TVRDIVQSID KVRQEMKNEL ERPTIQVFLT DLFQNDFNSV FMLLPSFYRK 12 0 
LEKENGRKIG SCLIAAMPGS FHGRLFPEES MHFLHSSYSL, QFLSQVPSGL VTELGITANK 180 
RSIYSSKASP PPVQKAYLDQ FTKDFTTFLR IRSEELLSRG RMLLTCICKG DEFDGPNTMD 24 0 
LLEMAINDLV VEGHLEEEKL DSFNVPIYAA SVEELKCIVE EEGSFEILYL ETFKLRYDAG 300 
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FSIDDDCQVR SHSPEYSDEH ARAAHVASLL RSVYEPILAN HFGEAIIPDI FHRFATNAAK 36 0 
VIRLGKGFYN NLIISLAKKP EKSDI 385 

<210> 6 
<211> 1304 
5 <212> Nucleic acid 
<213> Caffea arabica 
<400> 6 

TTTAGCAGTC CCAATTCGAT TTATGTACAA GTCCTGCATA TGAATGGAGC TCCAAGAAGT 6 0 
CCTGCATATG AATGGAGGCG AAGGCGATGC AAGCTACGCC AAGAATTCAT CCTTCAATCA 12 0 
10 ACTGGTTCTC GCCAAGGTGA AACCTGTCCT TGAACAATGC GTAGGGGAAT TGTTGCGGGC 18 0 
CAACTTGCCC AACATCAACA AGTGCATTAA AGTTGCGGAT TTGGGATGCG CTTCCGGACC 240 
AAACACACTT TTAACAGTTC GGGACATTGT ACAAAGTATT GACAAAGTTA GGCAAGAAAT 300 
GAAGAATGAA TTAGAACGTC CCACCATTCA GGTTTTTCTG ACTGATCTTT TCCAAAATGA 360 
TTTCAATTCG GTTTTCATGT TGCTGCCAAG TTTCTACCGC AAACTTGAGA AAGAAAATGG 42 0 
15 ACGCAAGATA GGATCGTGCC TAATAGCCGC AATGCCTGGC TCTTTCCACG GCAGACTCTT 48 0 
CCCCGAGGAG TCAATGCATT TTTTACACTC TTCTTACAGT CTTCAATTTT TATCCCAGGT 540 
TCCCAGCGGT TTGGTGACTG AATTGGGGAT CACTGCGAAC AAAAGGAGCA TTTACTCTTC 6 00 
CAAAGCAAGT CCTCCGCCCG TCCAGAAGGC ATATTTGGAT CAATTTACGA AAGATTTTAC 660 
CACATTTTTA AGGATTCGTT CGGAAGAGTT GCTTTCACGC GGCCGAATGC TCCTTACTTG 72 0 
20 CATTTGCAAA GGAGATGAAT TCGACGGCCC GAATACCATG GACTTACTTG AGATGGCAAT 780 
AAACGACTTG GTTGTTGAGG GACATCTGGA GGAAGAAAAA TTGGACAGTT TCAATGTTCC 840 
AATCTATGCA GCTTCAGTAG AAGAATTAAA GTGCATAGTT GAGGAGGAAG GTTCTTTTGA 900 
AATTTTGTAC TTGGAGACTT TTAAGCTCCG TTATGATGCT GGCTTCTCTA TTGATGATGA 9 60 
TTGCCAAGTA AGATCCCATT CCCCAGAATA CAGCGATGAA CATGCTAGAG CAGCGCATGT 1020 
25 GGCATCATTA CTTAGATCAG TTTACGAACC CATCCTCGCA AATCATTTTG GAGAAGCTAT 10 8 0 
TATACCTGAC ATATTCCACA GGTTTGCGAC GAATGCAGCA AAGGTTATCC GCTTGGGCAA 1140 
AGGCTTCTAT AATAATCTTA TCATTTCTCT TGCCAAAAAA CCAGAGAAGT CAGACATATA 12 0 0 
AAAGCTTGTT TATAGTTGGT TTTTGTGCTA TGGTTTGTTT TCTGATACGG GGAAAGGATT 12 60 
TAGTGCGGTT GGGGTTCAAA AAAAAAAAAA AAAAAAAAAA AAAA 13 04 
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<210>7 
<211>372 
<212> Amino acid 
<213> Caffea arabica 
<400> 7 

MELQEVLRMN GGEGDTSYAK NSAYNQLVLA KVKPVLEQCV RELLRANLPN INKCIKVADL 6 0 

GCASGPNTLL TVRDIVQSID KVGQEKKNEL ERPTIQIFLN DLFPNDFNSV FKLLPSFYRK 12 0 

LEKENGRKIG SCLIGAMPGS FYSRLFPEES MHFLHSCYCL QWLSQVPSGL VTELGI STNK 180 

GSIYSSKASR LPVQKAYLDQ FTKDFTTFLR IHSEELFSHG RMLLTCICKG VELDARNAID 2 40 

LLEMAINDLV VEGHLEEEKL DSFNLPVYIP SAEEVKCIVE EEGSFEILYL ETFKVLYDAG 3 00 

FSIDDEHIKA EYVASSVRAV YEPILASHFG EAIIPDIFHR FAKHAAKVLP LGKGFYNNLI 3 60 

ISLAKKPEKS DV 372 

<210> 8 
<211> 1316 
<212> Nucleic acid 
<213> Caffea arabica 
<400> 8 

CTTTGGCAGT CCCAATTTGA TTTATGTACA AGTCCTGCAT ATGAATGGAG CTCCAAGAAG 6 0 

TCCTGCGGAT GAAT GGAGGC GAAGGCGATA CAAGCTACGC CAAGAATTCA GCCTACAATC 12 0 

AACTGGTTCT CGCCAAGGTG AAACCTGTCC TTGAACAATG CGTACGGGAA TTGTTGCGGG 180 

CCAACTTGCC CAACATCAAC AAGTGCATTA AAGTTGCGGA TTTGGGATGC GCTTCTGGAC 240 

CAAACACACT TTTAACAGTT CGGGACATTG TCCAAAGTAT TGACAAAGTT GGCCAGGAAA 300 

AGAAGAATGA ATTAGAACGT CCCACCATTC AGATTTTTCT GAATGATCTT TTCCCAAATG 3 60 

ATTTCAATTC GGTTTTCAAG TTGCTGCCAA GCTTCTACCG CAAACTTGAG AAAGAAAATG 42 0 

GACGCAAAAT AGGATCGTGC CTAATAGGGG CAATGCCCGG CTCTTTCTAC AGCAGACTCT 4 80 

TCCCCGAGGA GTCCATGCAT TTTTTACACT CTTGTTACTG TCTTCAATGG TTATCTCAGG 5 40 

TTCCTAGCGG TTTGGTGACT GAATTGGGGA TCAGTACGAA CAAAGGGAGC ATTTACTCTT 6 00 

CCAAAGCAAG TCGTCTGCCC GTCCAGAAGG CATATTTGGA TCAATTTACG AAAGATTTTA 6 60 

CCACATTTCT AAGGATTCAT TCGGAAGAGT TGTTTTCACA TGGCCGAATG CTCCTTACTT 72 0 

GCATTTGTAA AGGAGTTGAA TTAGACGCCC GGAATGCCAT AGACTTACTT GAGATGGCAA 780 
TAAACGACTT GGTTGTTGAG GGACATCTGG AGGAAGAAAA ATTGGATAGT TTCAATCTTC 840 
CAGTCTATAT ACCTTCAGCA GAAGAAGTAA AGTGCATAGT TGAGGAGGAA GGTTCTTTTG 900 
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AAATTTTATA CCTGGAGACT TTTAAGGTCC 
AACATATTAA AGCAGAGTAT GTTGCATCTT 
CAAGTCATTT TGGAGAAGCT ATTATACCTG 
CAAAGGTTCT CCCCTTGGGC AAAGGCTTCT 
AGCCAGAGAA GTCAGACGTG TAAAAGTTTG 
TTGGGGGTCT TTCGGGTATT GTGCTTTTTA 
TGGTGTGTAA GAATAAGATA TTTGACATAT 



TTTACGATGC TGGCTTCTCT ATTGACGATG 960 

CCGTTAGAGC AGTTTAC GAA CCCATCCTCG 1020 

ACATATTCCA CAGGTTTGCG AAGCATGCAG 1080 

ATAATAATCT TATCATTTCT CTCGCCAAAA 114 0 

TTTTTGTGTT GGGGAAAGGA ATAAGTGCCG 12 0 0 

TATTATATTG TTTTGTATCC GTAATAAAAG 12 6 0 

ATTATTTTCA AAAAAAAAAA AAAAAA 1316 
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